SEQUENCE LISTING 



<110> CABEZON, Teresa Elisa Virginia Silva 
GERARD, Catherine Marie Ghislaine 
PALMANT I ER , Remi M. 
VINALS Y DE BASSOLS , Carlota 

<120> Vaccines 

<130> VU60111 

<140> 60/460733 
<141> 2003-04-04 

<150> 

<151> 2004-04-01 
<160> 97 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 2033 
<212> DNA 
< 2 1 3 > human 



<400> 1 

ggagaatccc 

cctccagttt 

atttctcatt 

ctgttttggc 

aaaagctatg 

catttctaaa 

tccatctcgg 

aattcggcct 

aaacagaacc 

tccctccttc 

gccccatgac 

ccgctgcttt 

cgtggcttcc 

tggcatctgc 

caattttaga 

tgaaagatga 

aacatttcct 

tcttttttca 

tttttttttt 

cttggttcac 

agtaactggg 

agatgggggt 

atcagcctct 

tgatacatgt 

gttcagatta 

gatcaaaatc 



cggaaaggct 
cccctggacg 
ttcttcttaa 
aatgactctg 
gactgcagga 
gtctttgaac 
ggatacctgg 
cggtcttccc 
tgctgcctga 
tacggacgga 
acctggctgc 
cctcaggcat 
aggactccag 
ctttctatac 
tatcatgcaa 
tcatttgtag 
tacagaacta 
aaagaaagtc 
ttgagacgga 
tgcaacctcc 
attacaggca 
ttcaccatat 
cgagtgctga 
aattctacca 
ttggagacta 
aattaaaata 



gagtctccag 
ccttgctcct 
attgccattt 
aattaaagcg 
agatggcccg 
tgggattagt 
ccttcagaga 
agcgtgtgcc 
atgggggaac 
actgtgagca 
ccaagaagtg 
ttctacccgg 
aactaccacc 
aaagctacta 
atttcatgac 
ttgccttaaa 
cttcttactt 
agccatatct 
gtctcactct 
gcatccgggg 
tgtgtcacca 
tggccagtct 
gattacacac 
aggtcttctt 
attctaatgt 
gtctctttaa 



ctcaaggtca 
gcttctgcta 
tcgctttagg 
atgctaacgc 
cttctcttac 
tgccgggctg 
tgacagcatt 
gcccatgggg 
ctgcatgctg 
cgatgtgcgc 
ttccctgtgt 
ctgtgatggc 
gtctgcacgt 
ttaatcgaca 
cagtaaaggc 
ataatgaata 
ctttgccctg 
ccattgtgcc 
gtcacccagg 
ttcaagccat 
tgcccagcta 
ggtctcgaac 
gtgagcaact 
aatatgttct 
ggaccttaga 
aaggaaagaa 



aaacgtccaa 
cgaccttctg 
agatgaatgt 
ctcttttccc 
agtgtgattt 
ggccatcagg 
tggccccagg 
atacagcaca 
gggtcctttt 
aaagagaact 
aaatgctggc 
cttgtgatgg 
actaccactt 
ttgacctatt 
tgctgctaca 
caatttccaa 
ccctctccca 
taagtccagt 
ctggactgca 
tctcctgcct 
atttttttgt 
tctgaccttg 
gtgcaaggcc 
tttaaatgat 
atacagtttt 
aacatcttta 



ggccgaaagc 
gggaaaacga 
tttcctttgg 
cctaattgtt 
ggatcatggc 
aatttgctcg 
aggagcctgc 
gtaaggagct 
gtgcctgccc 
gtgggtctgt 
acggtcagct 
atgagcacct 
ttatgctagt 
tccagaaata 
atgtcctaac 
aatggtctct 
aaaaactact 
gtttcttttt 
atgacgcgat 
aagcctccca 
attttagtag 
tgatccatcg 
tggtgtttct 
tgaattatat 
gagtagagtt 
aggggaggaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 
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ccagagtgct 
aggaagcaaa 
tggtggtaga 
aagctatata 
ctccttagaa 
tcctccaagc 
agttgtaaac 
atatgtgtat 



gaaggaatgg 
tagaagagag 
gaagcaagta 
agacaagaac 
aaaaaattat 
tattcaattc 
caagtgatca 
gcacagtaaa 



aagtccatct 
aggttgaaaa 
aaaaggctaa 
tccccttttt 
acctcaatgt 
ttttaactgt 
aactacatat 
aatggaaact 



gcgtgtgtgc 
acaaaatggg 
atggaagggc 
ttcccaaagg 
ccccaacaag 
tgtagaagac 
tgtaaagccc 
atattgacct 



agggagactg 
ttacttgatt 
aagtttccat 
cattataaaa 
attgcttaat 
aaaatgttca 
atttttaaaa 
aaaaaaaaaa 



ggtaggaaag 
ggtgattagg 
catctataga 
agaatgaagc 
aaattgtgtt 
caatatattt 
tacattgtat 
aaa 



1620 
1680 
1740 
1800 
1860 
1920 
1980 
2033 



<210> 2 
<211> 2688 
<212> DNA 
<213> human 
<220> 

<222> 2675, 2676 

<223> n can be any of a, t, 



g and c nucleotide base. 



<400> 2 

aagcttgcgc 

tctgcccgtt 

acacacacac 

cagggagtac 

gtaaaacttc 

tttcctaatt 

agagaaactg 

gcctgcaact 

cccgcgtgtg 

gactggggtt 

tcaaaacgtc 

ctacgacctt 

ggagatgaat 

gcctcttttc 

acagtgtgat 

tgggccatca 

tttggcccca 

gaatacagca 

tggagtcctt 

gcaaagagaa 

gtaaatgctg 

gccttgtgat 

gtactaccac 

cattgaccta 

gctgctgcta 

tacaatttcc 

gccctgccct 

tgtgcccaag 

gctggactgc 

ttctcctgcc 

atttttttgt 

ctgaccttgt 

gcaaggcctg 



gccatgtaag 
tacatataac 
ctagctcctc 
ggggctcaaa 
ctgaaataaa 
aaagcaatta 
atttttcttt 
aatgatagag 
ggccattgtc 
tgttgttgaa 
caaggccgaa 
ctgggaacgc 
gttttccttt 
cccctaattg 
ttggatcatg 
ggaatttgct 
ggaggagcct 
cagtaaggag 
ttgtgcctgc 
ctgtgggtct 
gcacggtcag 
ggatgagcac 
ttttatgcta 
tttccagaaa 
caatgtccta 
aaaacggtct 
ctcccaaaaa 
tccagtgttt 
aatgacgcga 
tcagcctccc 
attttagtag 
gatccatcgc 
gtgtttcttg 



gtaaagtgac 
aatgttgtca 
aggcggagag 
acaccctttt 
ataaaatatc 
ctttccacca 
tttctttttt 
atattagggc 
atgctgtcgg 
gaaggagaat 
agccctccag 
gaatttctca 
ggctgttttg 
ttaaaagcta 
gccatttcta 
cgtccatctc 
gcaattcggc 
ctaaacagaa 
cctccctcct 
gtgccccatg 
ctccgctgct 
ctcgtggctt 
gctggcatct 
tacaatttta 
actgaaagat 
ctaacatttc 
actacttctt 
cttttttttt 
tctcggttca 
aagtagctgg 
agacgggggt 
tcgcctctcg 
atacatgtaa 



tgattctata 
atgtttgatt 
cacccctttc 
ggagaacaag 
gaatgccttg 
cccctccaac 
tttcccaaaa 
tagttaacca 
tcccgcccac 
ccccggaaag 
tttcccctgg 
ttttcttctt 
gcaatgactc 
tggactgcag 
aagcctttga 

ggggagacct 

ctcggtcttc 
cctgctgcct 
tctacggacg 
acacctggct 
ttcctcaggc 
ccaggactcc 
gcctttctat 
gatattatgc 
gatcatttgt 
cttacagaac 
ttttcaaaag 
tttgagacgg 
ctgcaacctc 
gattacaggc 
ttcaccatat 
agtgctgaga 
ttctaccaag 



gcaatccaat 
gaaaatacct 
ttggccaccc 
gtggaagcaa 
agacccatac 
ctggaatcac 
gagtacatct 
cagttttaca 
ctgaaaggtc 
gctgagtctc 
acaccttgct 
aaattgccat 
tgaattaaag 
gaagatggtc 
actgggatta 
ggccttcaga 
ccagcgtgtg 
gaatggggga 
gaactgtgag 
gcccaagaag 
atttctaccc 
agaactacca 
acaaagctac 
aaatttcatg 
agttgcctta 
taactacttc 
aaagtcagcc 
agtctcactc 
cgcatccggg 
atgtgtcacc 
tggccagctg 
ttacacacgt 
gtcttcttaa 



tgttcctttg 
agcaggcgac 
gggtatcccc 
atttcaggaa 
attttcaggt 
caacttggtt 
gatcatttta 
agactcctct 
tccccgcccc 
cagctcaagg 
cctgcttctg 
tttcgcttta 
cgatgctaac 
cgcttctctt 
gttgccgggc 
gatgacagca 
ctgcccatgg 
acc tgcatgc 
cacgatgtgc 
tgttccctgt 
ggctgtgatg 
ccgtctgcac 
tattaatcga 
acccgtaaag 
aaataatgaa 
ttacctcttt 
atatctccat 
tgtcacccag 
gttcaagcca 
atgccggcta 
gtctcgaact 
gagcaactgt 
tatgttcttt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 
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taaatgattg 
acagttttga 
catctttaag 
ggagactggg 
acttgattgg 
gtttccatca 
ttgtaaaaag 
tgcttaataa 
aatgttcaca 
ttttaaaata 
aaaaaaaaaa 
cagagttcca 



aattatacac 
gtagagttga 
gggaggaacc 
taggaaagag 
tgattaggtg 
tctatagaaa 
aatgaagtct 
attgtgtttc 
atatatttag. 
cattgtatat 
aggaaaccac 
aagaagggat 



tcagattatt 
tcaaaatcaa 
agagtgctga 
gaagcaaata 
gtggtagaga 
gctatgtaag 
ccttagaaaa 
ctccaagcta 
ttgtaaacca 
atgtgtatgc 
ccttaggcag 
aaaacatctt 



ggagactaag 
ttaaaatagt 
aggaatggaa 
gaagagagag 
agcaagtaaa 
acaaggactc 
aaaattatac 
ttcaattctt 
agtgatcaaa 
acagtaaaaa 
gcaggacatg 
ttatnnccat 



tctaatgtgg 
ctctttaaaa 
gtccatctgc 
gttgaaaaac 
aaggctaaat 
cccttttttt 
ctcaatgtcc 
ttaactgttg 
ctacatattg 
tggaaactat 
ctcttcagaa 
caaatagc 



accttagaat 
ggaaagaaaa 
gtgtgtgcag 
aaaatgggtt 
ggaagggcaa 
cccaaaggca 
ccaacaagat 
tagaagagaa 
taaagcccat 
attgacctaa 
ctctgctctt 



2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2688 



<210> 3 
<211> 188 
<212> PRT 
<213> Human 

<400> 3 



Met 


Asp 


Cys 


Arg 


Lys 


Met 


Ala 


Arg 


Phe 


Ser 


Tyr 


Ser 


Val 


He 


Trp 


He 


1 








5 










10 










15 




Met 


Ala 


He 


Ser 


Lys 


Val 


Phe 


Glu 


Leu 


Gly 


Leu 


Val 


Ala 


Gly 


Leu 


Gly 








20 










25 










30 






His 


Gin 


Glu 


Phe 


Ala 


Arg 


Pro 


Ser 


Arg 


Gly 


Tyr 


Leu 


Ala 


Phe 


Arg 


Asp 






35 










40 










45 








Asp 


Ser 


He 


Trp 


Pro 


Gin 


Glu 


Glu 


Pro 


Ala 


He 


Arg 


Pro 


Arg 


Ser 


Ser 




50 










55 










60 










Gin 


Arg 


Val 


Pro 


Pro 


Met 


Gly 


He 


Gin 


His 


Ser 


Lys 


Glu 


Leu 


Asn 


Arg 


65 










70 










75 










80 


Thr 


Cys 


Cys 


Leu 


Asn 


Gly 


Gly 


Thr 


Cys 


Met 


Leu 


Gly 


Ser 


Phe 


Cys 


Ala 










85 










90 










95 




Cys 


Pro 


Pro 


Ser 


Phe 


Tyr 


Gly 


Arg 


Asn 


Cys 


Glu 


His 


Asp 


Val 


Arg 


Lys 








100 










105 










110 






Glu 


Asn 


Cys 


Gly 


Ser 


Val 


Pro 


His 


Asp 


Thr 


Trp 


Leu 


Pro 


Lys 


Lys 


Cys 






115 










120 










125 








Ser 


Leu 


Cys 


Lys 


Cys 


Trp 


His 


Gly 


Gin 


Leu 


Arg 


Cys 


Phe 


Pro 


Gin 


Ala 




130 










135 










140 










Phe 


Leu 


Pro 


Gly 


Cys 


Asp 


Gly 


Leu 


Val 


Met 


Asp 


Glu 


His 


Leu 


Val 


Ala 


145 










150 










155 










160 


Ser 


Arg 


Thr 


Pro 


Glu 


Leu 


Pro 


Pro 


Ser 


Ala 


Arg 


Thr 


Thr 


Thr 


Phe 


Met 










165 










170 










175 




Leu 


Val 


Gly 


He 


Cys 


Leu 


Ser 


He 


Gin 


Ser 


Tyr 


Tyr 











180 185 



<210> 4 
<211> 188 
<212> PRT 
<213> human 

<400> 4 

Met Asp Cys Arg Lys Met Val Arg Phe Ser Tyr Ser Val He Trp He 
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15 10 15 

Met Ala lie Ser Lys Ala Phe Glu Leu Gly Leu Val Ala Gly Leu Gly 

20 25 30 

His Gin Glu Phe Ala Arg Pro Ser Arg Gly Asp Leu Ala Phe Arg Asp 

35 40 45 

Asp Ser lie Trp Pro Gin Glu Glu Pro Ala lie Arg Pro Arg Ser Ser 

50 55 60 

Gin Arg Val Leu Pro Met Gly lie Gin His Ser Lys Glu Leu Asn Arg 
65 70 75 80 

Thr Cys Cys Leu Asn Gly Gly Thr Cys Met Leu Glu Ser Phe Cys Ala 

85 90 95 

Cys Pro Pro Ser Phe Tyr Gly Arg Asn Cys Glu His Asp Val Arg Lys 

100 105 110 

Glu Asn Cys Gly Ser Val Pro His Asp Thr Trp Leu Pro Lys Lys Cys 

115 120 125 

Ser Leu Cys Lys Cys Trp His Gly Gin Leu Arg Cys Phe Pro Gin Ala 

130 135 140 

Phe Leu Pro Gly Cys Asp Gly Leu Val Met Asp Glu His Leu Val Ala 
145 150 155 160 

Ser Arg Thr Pro Glu Leu Pro Pro Ser Ala Arg Thr Thr Thr Phe Met 

165 170 175 

Leu Ala Gly lie Cys Leu Ser lie Gin Ser Tyr Tyr 
180 185 



<210> 5 
<211> 2033 
<212> DNA 
<213> human 



<400> 5 

ggagaatccc 

cctccagttt 

atttctcatt 

ctgttttggc 

aaaagctatg 

catttctaaa 

tccatctcgg 

aattcggcct 

aaacagaacc 

tccctccttc 

gccccatgac 

ccgctgcttt 

cgtggcttcc 

tggcatctgc 

caattttaga 

tgaaagatga 

aacatttcct 

tcttttttca 

tttttttttt 

cttggttcac 

agtaactggg 

agatgggggt 

atcagcctct 



cggaaaggct 
cccctggacg 
ttcttcttaa 
aatgactctg 
gactgcagga 
gtctttgaac 
ggatacctgg 
cggtcttccc 
tgctgcctga 
tacggacgga 
acctggctgc 
cctcaggcat 
aggactccag 
ctttctatac 
tatcatgcaa 
tcatttgtag 
tacagaacta 
aaagaaagtc 
ttgagacgga 
tgcaacctcc 
attacaggca 
ttcaccatat 
cgagtgctga 



gagtctccag 
ccttgctcct 
attgccattt 
aattaaagcg 
agatggcccg 
tgggattagt 
ccttcagaga 
agcgtgtgcc 
atgggggaac 
actgtgagca 
ccaagaagtg 
ttctacccgg 
aactaccacc 
aaagctacta 
atttcatgac 
ttgccttaaa 
cttcttactt 
agccatatct 
gtctcactct 
gcatccgggg 
tgtgtcacca 
tggccagtct 
gattacacac 



ctcaaggtca 
gcttctgcta 
tcgctttagg 
atgctaacgc 
cttctcttac 
tgccgggctg 
tgacagcatt 
gcccatgggg 
ctgcatgctg 
cgatgtgcgc 
ttccctgtgt 
ctgtgatggc 
gtctgcacgt 
ttaatcgaca 
cagtaaaggc 
ataatgaata 
ctttgccctg 
ccattgtgcc 
gtcacccagg 
ttcaagccat 
tgcccagcta 
ggtctcgaac 
gtgagcaact 



aaacgtccaa 
cgaccttctg 
agatgaatgt 
ctcttttccc 
agtgtgattt 
ggccatcagg 
tggccccagg 
atacagcaca 
gggtcctttt 
aaagagaact 
aaatgctggc 
cttgtgatgg 
actaccactt 
ttgacctatt 
tgctgctaca 
caatttccaa 
ccctctccca 
taagtccagt 
ctggactgca 
tctcctgcct 
atttttttgt 
tctgaccttg 
gtgcaaggcc 



ggccgaaagc 
gggaaaacga 
tttcctttgg 
cctaattgtt 
ggatcatggc 
aatttgctcg 
aggagcctgc 
gtaaggagct 
gtgcctgccc 
gtgggtctgt 
acggtcagct 
atgagcacct 
ttatgctagt 
tccagaaata 
atgtcctaac 
aatggtctct 
aaaaactact 
gtttcttttt 
atgacgcgat 
aagcctccca 
attttagtag 
tgatccatcg 
tggtgtttct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 
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tgatacatgt 
gttcagatta 
gatcaaaatc 
ccagagtgct 
aggaagcaaa 
tggtggtaga 
aagctatata 
ctccttagaa 
tcctccaagc 
agttgtaaac 
atatgtgtat 



aattctacca 
ttggagacta 
aattaaaata 
gaaggaatgg 
tagaagagag 
gaagcaagta 
agacaagaac 
aaaaaattat 
tattcaattc 
caagtgatca 
gcacagtaaa 



aggtcttctt 
attctaatgt 
gtctctttaa 
aagtccatct 
aggttgaaaa 
aaaaggctaa 
tccccttttt 
acctcaatgt 
ttttaactgt 
aactacatat 
aatggaaact 



aatatgttct 
ggaccttaga 
aaggaaagaa 
gcgtgtgtgc 
acaaaatggg 
atggaagggc 
ttcccaaagg 
ccccaacaag 
tgtagaagac 
tgtaaagccc 
atattgacct 



tttaaatgat 
atacagtttt 
aacatcttta 
agggagactg 
ttacttgatt 
aagtttccat 
cattataaaa 
attgcttaat 
aaaatgttca 
atttttaaaa 
aaaaaaaaaa 



tgaattatat 
gagtagagtt 
aggggaggaa 
ggtaggaaag 
ggtgattagg 
catctataga 
agaatgaagc 
aaattgtgtt 
caatatattt 
tacattgtat 



1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2033 



<210> 6 
<211> 188 
<212> PRT 
<213> human 



<400> 6 

Met Asp Cys Arg 
1 

Met Ala lie Ser 
20 

His Gin Glu Phe 
35 

Asp Ser lie Trp 
50 

Gin Arg Val Pro 
65 

Thr Cys Cys Leu 

Cys Pro Pro Ser 
100 

Glu Asn Cys Gly 
115 

Ser Leu Cys Lys 
130 

Phe Leu Pro Gly 
145 

Ser Arg Thr Pro 

Leu Val Gly lie 
180 



Lys Met Ala Arg 
5 

Lys Val Phe Glu 

Ala Arg Pro Ser 
40 

Pro Gin Glu Glu 
55 

Pro Met Gly lie 
70 

Asn Gly Gly Thr 
85 

Phe Tyr Gly Arg 

Ser Val Pro His 
120 

Cys Trp His Gly 
135 

Cys Asp Gly Leu 
150 

Glu Leu Pro Pro 
165 

Cys Leu Ser lie 



Phe Ser Tyr Ser 
10 

Leu Gly Leu Val 
25 

Arg Gly Tyr Leu 

Pro Ala lie Arg 
60 

Gin His Ser Lys 
75 

Cys Met Leu Gly 
90 

Asn Cys Glu His 
105 

Asp Thr Trp Leu 

Gin Leu Arg Cys 
140 

Val Met Asp Glu 
155 

Ser Ala Arg Thr 
170 

Gin Ser Tyr Tyr 
185 



Val lie Trp He 
15 

Ala Gly Leu Gly 
30 

Ala Phe Arg Asp 
45 

Pro Arg Ser Ser 

Glu Leu Asn Arg 
80 

Ser Phe Cys Ala 
95 

Asp Val Arg Lys 
110 

Pro Lys Lys Cys 
125 

Phe Pro Gin Ala 

His Leu Val Ala 
160 

Thr Thr Phe Met 
175 



<210> 7 
<211> 23 
<212> DNA 
<213> human 

<400> 7 

tgggtaggaa agaggaagca aat 23 

<210> 8 
<211> 24 
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<212> DNA 
< 2 1 3 > human 



<400> 8 

tgcttctcta ccaccaccta atca 

<210> 9 
<211> 26 
<212> DNA 
<213> human 

<400> 9 

cgtccaaggc cgaaagccct ccagtt 

<210> 10 
<211> 30 
<212> DNA 
<213> human 

<400> 10 

ttgggagagg gcagggcaaa gaagtaagaa 

<210> 11 
<211> 13 
<212> PRT 
<213> human 

<400> 11 

Gly His Gin Glu Phe Ala Arg Pro Ser 
1 5 



26 



30 



Arg Gly Tyr Leu 
10 



<210> 12 
<211> 18 
<212> PRT 
<213> human 

<400> 12 

Gin Glu Glu Pro Ala lie Arg Pro Arg Ser Ser Gin Arg Val Pro Pro 

1 5 10 15 

Met Gly 



<210> 13 
<211> 10 
<212> _PRT 
<213> human 

<400> 13 

Ser Val He Trp He Met Ala He Ser Lys 
15 10 
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<210> 14 
<211> 10 
<212> PRT 
<213> human 



<400> 14 

Ser Val Pro His Asp Thr Trp Leu Pro Lys 
15 10 



<210> 15 
<211> 9 
<212> PRT 
<213> human 

<400> 15 

His Gin Glu Phe Ala Arg Pro Ser Arg 
1 5 



<210> 16 
<211> 9 
<212> PRT 
< 2 1 3 > human 

<400> 16 

lie Arg Pro Arg Ser Ser Gin Arg Val 
1 5 



<210> 17 
<211> 9 
<212> PRT 
<213> human 

<400> 17 

lie Gin His Ser Lys Glu Leu Asn Arg 
1 5 



<210> 18 
<211> 9 
<212> PRT 
<213> human 

<400> 18 

Gly Arg Asn Cys Glu His Asp Val Arg 
1 5 



<210> 19 
<211> 9 
<212> PRT 
<213> human 
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<400> 19 

Val Arg Lys Glu Asn Cys Gly Ser Val 
1 5 



<210> 20 
<211> 9 
<212> PRT 
<213> human 

<400> 20 

Leu Arg Cys Phe Pro Gin Ala Phe Leu 
1 5 



<210> 21 
<211> 9 
<212> PRT 
< 2 1 3 > human 

<400> 21 

Ser Arg Thr Pro Glu Leu Pro Pro Ser 
1 5 



<210> 22 
><211> 10 
<212> PRT 
<213> human 



<400> 22 

Gin Arg Val Pro Pro Met Gly lie Gin His 
15 10 



<210> 23 
<211> 10 
<212> PRT 
<213> human 



<400> 23 

Asn Arg Thr Cys Cys Leu Asn Gly Gly Thr 

1 5 10. . 



<210> 24 
<211> 10 
<212> PRT 
<213> human 

<400> 24 

Gly Gin Leu Arg Cys Phe Pro Gin Ala Phe 
15 10 
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<210> 25 
<211> 10 
<212> PRT 
<213> human 



<400> 25 

Gin Ala Phe Leu Pro Gly Cys Asp Gly Leu 
15 10 



<210> 26 
<211> 10 
<212> PRT 
<213> human 

<400> 26 

Asp Gly Leu Val Met Asp Glu His Leu Val 
15 10 



<210> 27 
<211> 9 
<212> PRT 
< 2 1 3 > human 



<400> 27 

Phe Glu Leu Gly Leu Val Ala Gly Leu 
1 5 



<210> 28 
<211> 9 
<212> PRT 
< 2 1 3 > human 



<400> 28 

Lys Glu Leu Asn Arg Thr Cys Cys Leu 
1 5 ' 



<210> 29 
<211> 9 
<212> PRT 
<213> human 

<400> 29 

Gin Leu Arg Cys Phe Pro Gin Ala Phe 
1 5 



<210> 30 
<211> 9 
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<212> PRT 
<2 13 > human 



<400> 30 

Ser Ala Arg Thr Thr Thr Phe Met Leu 
1 5 



<210> 31 
<211> 9 
<212> PRT 
<213> human 

<400> 31 

Lys Met Ala Arg Phe Ser Tyr Ser Val 
1 5 



<210> 32 
<211> 10 
<212> PRT 
<213> human 



<400> 32 

lie Met Ala lie Ser Lys Val Phe Glu Leu 
15 10 



<210> 33 
<211> 10 
<212> PRT 
<213> human 



<400> 33 

Val lie Trp lie Met Ala lie Ser Lys Val 
15 10 



<210> 34 
<211> 10 
<212> PRT 
< 2 1 3 > human 



<400> 34 

Phe Met Leu Val Gly lie Cys Leu Ser lie 
15 10 



<210> 35 
<211> 9 
<212> PRT 
<2 13 > human 

<400> 35 
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Ala Arg Phe Ser Tyr Ser Val lie Trp 
1 5 



<210> 36 
<211> 9 
<212> PRT 
< 2 1 3 > human 

<400> 36 

Cys Arg Lys Met Ala Arg Phe Ser Tyr 
1 5 



<210> 37 
<211> 10 
<212> PRT 
<213> human 



<400> 37 

Ala Arg Phe Ser Tyr Ser Val lie Trp lie 
15 10 



<210> 38 
<211> 10 
<212> PRT 
<213> human 



<400> 38 

Ala Arg Pro Ser Arg Gly Tyr Leu Ala Phe 
15 10 



<210> 39 
<211> 9 
<212> PRT 
<213> human 

<400> 39 

Ala Arg Thr Thr Thr Phe Met Leu Val 
1 5 



<210> 40 
<211> 9 
<212> PRT 
<213> human 

<400> 40 

Ala Arg Pro Ser Arg Gly Tyr Leu Ala 
1 5 
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<210> 41 
<211> 10 
<212> PRT 
<213> human 

<400> 41 

Cys Arg Lys Met Ala Arg Phe Ser Tyr Ser 
15 10 



<210> 42 
<211> 10 
<212> PRT 
<213> human 



<400> 42 

Gin Glu Phe Ala Arg Pro Ser Arg Gly Tyr 
15 10 



<210> 43 
<211> 9 
<212> PRT 
<213> human 

<400> 43 

Met Ala Arg Phe Ser Tyr Ser Val lie 
1 5 



<210> 44 
<211> 10 
<212> PRT 
<213> human 



<400> 44 

Ser Ala Arg Thr Thr Thr Phe Met Leu Val 
15 10 



<210> 45 
<211> 9 
<212> PRT 
<213> human 

<400> 45 

Met Ala lie Ser Lys Val Phe Glu Leu 
1 5 



<210> 46 
<211> 9 
<212> PRT 
<213> human 
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<400> 46 

Phe Ala Arg Pro Ser Arg Gly Tyr Leu 
1 5 



<210> 47 
<211> 9 
<212> PRT 
<213> human 

<400> 47 

Lys Met Val Arg Phe Ser Tyr Ser Val 
1 5 



<210> 48 
<211> 9 
<212> PRT 
<213> human 

<400> 48 

Cys Met Leu Glu Ser Phe Cys Ala Cys 
1 5 



<210> 49 
<211> 10 
<212> PRT 
<213> human 



<400> 49 

lie Met Ala lie Ser Lys Ala Phe Glu Leu 
15 10 



<210> 50 
<211> 10 
<212> PRT 
<213> human 



<400> 50 

Phe Met Leu Ala Gly lie Cys Leu Ser lie 
15 10 



<210> 51 
<211> 9 
<212> PRT 
<213> human 

<400> 51 

Val Arg Phe Ser Tyr Ser Val lie Trp 
1 5 
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<210> 52 
<211> 9 
<212> PRT 
<213> human 

<400> 52 

Cys Arg Lys Met Val Arg Phe Ser Tyr 
1 5 



<210> 53 
<211> 10 
<212> PRT 
<213> human 



<400> 53 

Val Arg Phe Ser Tyr Ser Val lie Trp lie 
15 10 



<210> 54 
<211> 10 
<212> PRT 
<213> human 



<400> 54 

Ala Arg Pro Ser Arg Gly Asp Leu Ala Phe 
1 5 10 



<210> 55 
<211> 9 
<212> PRT 
< 2 1 3 > human 

<400> 55 

Ala Arg Pro Ser Arg Gly Asp Leu Ala 
1 5 



<210> 56 
<211> 9 
<212> PRT 
<2 13 > human 

<400> 56 

Ala Arg Thr Thr Thr Phe Met Leu Ala 
1 5 



<210> 57 
<211> 10 



<212> PRT 
< 2 1 3 > human 



<400> 57 

lie Arg Pro Arg Ser Ser Gin Arg Val Leu 
15 10 



<210> 58 
<211> 10 
<212> PRT 
< 2 1 3 > human 



<400> 58 

Cys Arg Lys Met Val Arg Phe Ser Tyr Ser 
15 10 



<210> 59 
<211> 10 
<212> PRT 
<213> human 



<400> 59 

Gin Arg Val Leu Pro Met Gly lie Gin His 
15 10 



<210> 60 
<211> 9 
<212> PRT 
<213> human 



<400> 60 

Arg Pro Arg Ser Ser Gin Arg Val Leu 
1 5 



<210> 61 
<211> 9 
<212> PRT 
<213> human 



<400> 61 

Met Ala lie Ser Lys Ala Phe Glu Leu 
1 5 



<210> 62 
<211> 9 
<212> PRT 
<213> human 

<400> 62 
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Phe Ala Arg Pro Ser Arg Gly Asp Leu 
1 5 



<210> 63 
<211> 9 
<212> PRT 
<213> human 

<400> 63 

Gly lie Cys Leu Ser lie Gin Ser Tyr 
1 5 



<210> 64 
<211> 10 
<212> PRT 
<213> human 



<400> 64 

Leu Val Ala Gly Leu Gly His Gin Glu Phe 
15 10 



<210> 65 
<211> 10 
<212> PRT 
<213> human 



<400> 65 

Asp Thr Trp Leu Pro Lys Lys Cys Ser Leu 
15 10 



<210> 66 
<211> 9 
<212> PRT 
<213> human 

<400> 66 

Ala lie Arg Pro Arg Ser Ser Gin Arg 
1 5 



<210> 67 
<211> 9 
<212> PRT 
<213> human 

<400> 67 

Val lie Trp lie Met Ala lie Ser Lys 
1 5 



16/23 



<210> 68 
<211> 9 
<212> PRT 
<213> human 

<400> 68 

Cys Leu Asn Gly Gly Thr Cys Met Leu 
1 5 



<210> 69 
<211> 9 
<212> PRT 
<213> human 

<400> 69 

Glu Phe Ala Arg Pro Ser Arg Gly Tyr 
1 5 



<210> 70 
<211> 9 
<212> PRT 
<213> human 

<400> 70 

Arg Val Pro Pro Met Gly lie Gin His 
1 5 



<210> 71 
<211> 9 
<212> PRT 
<213> human 

<400> 71 

Lys Val Phe Glu Leu Gly Leu Val Ala 
1 5 



<210> 72 
<211> 9 
<212> PRT 
<213> human 

<400> 72 

Met Leu Ala Gly lie Cys Leu Ser lie 
1 5 



<210> 73 
<211> 9 
<212> PRT 
<213> human 

17/23 



<400> 73 

Arg Val Leu Pro Met Gly lie Gin His 
1 5 



<210> 74 
<211> 9 
<212> PRT 
<213> human 

<400> 74 

Met Gly lie Gin His Ser Lys Glu Leu 
1 5 



<210> 75 
<211> 9 
<212> PRT 
<213> human 

<400> 75 

Leu Val Met Asp Glu His Leu Val Ala 
1 5 



<210> 76 
<211> 9 
<212> PRT 
<213> human 

<400> 76 

Leu Val Ala Ser Arg Thr Pro Glu Leu 
1 5 



<210> 77 
<211> 9 
<212> PRT 
<213> human 

<400> 77 

Tyr Ser Val lie Trp lie Met Ala lie 
1 5 



<210> 78 
<211> 9 
<212> PRT 
<213> human 

<400> 78 

Trp Leu Pro Lys Lys Cys Ser Leu Cys 
1 5 



<210> 79 
<211> 9 
<212> PRT 
< 2 1 3 > human 

<400> 79 

Leu Gly Leu Val Ala Gly Leu Gly His 
1 5 



<210> 80 
<211> 9 
<212> PRT 
<213> human 

<400> 80 

Phe Arg Asp Asp Ser lie Trp Pro Gin 
1 5 



<210> 81 
<211> 9 
<212> PRT 
<213> human 

<400> 81 

Trp lie Met Ala lie Ser Lys Val Phe 
1 5 



<210> 82 
<211> 9 
<212> PRT 
<213> human 

<400> 82 

Met Leu Val Gly lie Cys Leu Ser lie 
1 5 



<210> 83 
<211> 9 
<212> PRT 
< 2 1 3 > human 

<400> 83 

Val Gly lie Cys Leu Ser lie. Gin Ser 
1 5 



<210> 84 
<211> 9 



<212> PRT 
< 2 1 3 > human 



<400> 84 

lie Trp lie Met Ala lie Ser Lys Val 
1 5 



<210> 85 
<211> 9 
<212> PRT 
< 2 1 3 > human 

<400> 85 

Leu Val Gly lie Cys Leu Ser lie Gin 
1 5 



<210> 86 
<211> 9 
<212> PRT 
< 2 1 3 > human 

<400> 86 

Phe Met Leu Val Gly lie Cys Leu Ser 
1 5 



<210> 87 
<211> 9 
<212> PRT 
<213> human 

<400> 87 

Trp lie Met Ala lie Ser Lys Ala Phe 
1 5 



<210> 88 
<211> 9 
<212> PRT 
< 2 1 3 > human 

<400> 88 

Met Val Arg Phe Ser Tyr Ser Val lie 
1 5 



<210> 89 
<211> 9 
<212> PRT 
<213> human 



<400> 89 



Phe Met Leu Ala Gly lie Cys Leu Ser 
1 5 



<210> 90 
<211> 9 
<212> PRT 
<213> human 

<400> 90 

Val Leu Pro Met Gly lie Gin His Ser 
1 5 



<210> 91 
<211> 9 
<212> PRT 
<213> human 

<400> 91 

lie Trp lie Met Ala lie Ser Lys Ala 
1 5 



<210> 92 
<211> 9 
<212> PRT 
<213> human 

<400> 92 

lie Met Ala lie Ser Lys Ala Phe Glu 
1 5 



<210> 93 
<211> 10 
<212> PRT 
<213> human 



<400> 93 

Gly Arg Asn Cys Glu His Asp Val Arg Lys 
1 5 10 



<210> 94 
<211> 10 
<212> PRT 
<213> human 

<400> 94 

Ser Arg Thr Pro Glu Leu Pro Pro Ser Ala 
15 10 
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<210> 95 
<211> 968 
<212> DNA 
<213> human 



<400> 95 

cgtccaaggc 

ccttctgggg 

tgaatgtttt 

ttttccccct 

gtgatttgga 

catcaggaat 

ccccaggagg 

cagcacagta 

tccttttgtg 

gagaactgtg 

tgctggcacg 

gtgatggatg 

accactttta 

acctatttcc 

tgctacaatg 

tttccaaaat 

tctcccaa 



cgaaagccct 
aaaacgaatt 
cctttggctg 
aattgttaaa 
tcatggccat 
ttgctcgtcc 
agcctgcaat 
aggagctaaa 
cctgccctcc 
ggtctgtgcc 
gtcagctccg 
agcacctcgt 
tgctagttgg 
agaaatacaa 
tcctaactga 
ggtctctaac 



ccagtttccc 
tctcattttc 
ttttggcaat 
agctatggac 
ttctaaagcc 
atctcgggga 
tcggcctcgg 
cagaacctgc 
ctccttctac 
ccatgacacc 
ctgctttcct 
ggcttccagg 
catctgcctt 
ttttagatat 
aagatgatca 
atttccttac 



ctggacgcct 
ttcttaaatt 
gactctgaat 
tgcaggaaga 
tttgaactgg 
tacctggcct 
tcttcccagc 
tgcctgaatg 
ggacggaact 
tggctgccca 
caggcatttc 
actccagaac 
tctatacaaa 
catgcaaatt 
tttgtagttg 
agaactactt 



tgctcctgct 
gccattttcg 
taaagcgatg 
tggcccgctt 
gattagttgc 
tcagagatga 
gtgtgccgcc 
ggggaacctg 
gtgagcacga 
agaagtgttc 
tacccggctg 
taccaccgtc 
gctactatta 
tcatgaccag 
ccttaaaata 
cttacttctt 



tctgctacga 
ctttaggaga 
ctaacgcctc 
ctcttacagt 
cgggctgggc 
cagcatttgg 
catggggata 
catgctgggg 
tgtgcgcaaa 
cctgtgtaaa 
tgatggcctt 
tgcacgtact 
atcgacattg 
taaaggctgc 
atgaatacaa 
tgccctgccc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

968 



<210> 96 
<211> 188 
<212> PRT 
<213> human 



<400> 96 

Met Asp Cys Arg Lys Met Ala Arg Phe Ser Tyr Ser Val lie Trp lie 

15 10 15 

Met Ala lie Ser Lys Ala Phe Glu Leu Gly Leu Val Ala Gly Leu Gly 

20 25 30 

His Gin Glu Phe Ala Arg Pro Ser Arg Gly Tyr Leu Ala Phe Arg Asp 

35 40 45 

Asp Ser lie Trp Pro Gin Glu Glu Pro Ala lie Arg Pro Arg Ser Ser 

50 55 60 

Gin Arg Val Pro Pro Met Gly lie Gin His Ser Lys Glu Leu Asn Arg 
65 70 75 80 

Thr Cys Cys Leu Asn Gly Gly Thr Cys Met Leu Gly Ser Phe Cys Ala 

85 90 95 

Cys Pro Pro Ser Phe Tyr Gly Arg Asn Cys Glu His Asp Val Arg Lys 

100 105 110 

Glu Asn Cys Gly Ser Val Pro His Asp Thr Trp Leu Pro Lys Lys Cys 

115 120 125 

Ser Leu Cys Lys Cys Trp His Gly Gin Leu Arg Cys Phe Pro Gin Ala 

130 135 140 

Phe Leu Pro Gly Cys Asp Gly Leu Val Met Asp Glu His Leu Val Ala 
145 150 155 160 

Ser Arg Thr Pro Glu Leu Pro Pro Ser Ala Arg Thr Thr Thr Phe Met 

165 170 175 

Leu Val Gly lie Cys Leu Ser lie Gin Ser Tyr Tyr 
180 185 
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<210> 97 
<211> 17 
<212> PRT 
<213> human 



<400> 97 

Cys Pro Pro Ser Phe Tyr Gly Arg Asn Cys Glu His Asp Val Arg Lys Glu 
15 10 15 
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